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SEE ALSO 
LocusLink: 55576 
HomoloGene: Hs.8658 



95 % / 1099 aa 
44 % / 103 aa 



SELECTED MODEL ORGANISM PROTEIN SIMILARITIES 
organism, protein and percent identity and length of aligned region 

pir:T42681 - T42681 hypothetical protein 
DKFZp434E0321.1 

pir:JC6506 - JC6506 tumor necrosis factor 
stimulated gene-6 protein - mouse 

pir:T13954 - T13954 MEGF6 protein - rat 32 % / 221 aa 

D* melanogaster pir:S47008 - S47008 tenascin-Iike protein - fruit fly 31 % / 214 aa 

C elegans: pir:T34513 - T34513 hypothetical protein ZK783.1 - 33 % /228 aa 
Caenorhabditis elegans 



H. sapiens: 
M musculus: 
R norvegicus: 
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UniGene 
Organisms 

Homo sapiens 

Mus musculus 

Rattus norvegicus 

Danio rerio 

Bos taurus 

Related Resources 

Human Genome 
Guide 

LocusLink 

HomoloGene 

dbEST-Database 
of Expressed 
Sequence Tags 

Cancer Genome 
Anatomy Project 

I.MAG.E. Quality 
Control 



MAPPING INFORMATION 
Chromosome: 12 

Whitehead map: WI-17715, Chr.12, 501,3 cR 
UniSTS entries: A007D24 Genomic Context: Map View 
UniSTS entries: H91274 Genomic Context: Map View 
UniSTS entries: WI-17715 Genomic Context: Map View 

EXPRESSION INFORMATION 
cDNA sources: Breast, Heart, Kidney, Placenta, Spleen, headjieck 
SAGE : Gene to Tag mapping 

mRN A/GENE SEQUENCES (4) 

AF 160476 Homo sapiens CD44-like precursor FELL mRN A, complete cds 

AK024503 Homo sapiens mRNA for FLJ001 12 protein, partial cds 

AL133021 Homo sapiens mRNA; cDNA DKFZp434E0321 (from clone 
DKFZp434E0321) 

NM_0 17564 Homo sapiens hypothetical protein DKFZp434E0321 (FELL), 
mRNA 



EST SEQUENCES 

H49088 cDNA 
AA968560 cDNA 
T47504 cDNA 
R92610 cDNA 
AI081595 cDNA 
AA010567 cDNA 
AA004437 cDNA 
AA004325 cDNA 
H70480 cDNA 
R97483 cDNA 



(10of28)[Show all ESTs] 

clone IMAGE:274310 

clone IMAGE: 1 592 1 8 1 Kidney 

clone IMAGE:71 161 Placenta 

clone IMAGE: 196286 

clone IMAGE: 1661049 

clone IMAGE:430269 

clone IMAGE:428667 

clone IMAGE:428667 

clone IMAGE:212670 

clone IMAGE: 199547 



3 f read 3.6 kb 05] 
3* read 1.7 kb ^ 
5' read I A kb IS 
3' read LI kb ':A;S 
3' read L0kb ; PM 
3' read 0.9 kb A; 
5' read 0.8 kb p 
3' read 0.8 kb AS 
3' read 0.8 kb A:S . 
5' read 0.8 kb \*1 



Key to Symbols 

if i Has similarity to known Proteins (after translation) 
A; Contains a poly-Adenylation signal 
[SI Contains a mapped Sequence-tagged site (STS) 
\Ql Clone source is a CGAP library 



F A 
P A 
PA 



DOWNLOAD SEQUENCES 



There will be a pause of up to one minute before your computer receives any data. The 
default filename will be "download" If your operating system responds to filename 
suffixes, remember to choose a suffix compatible with plain text or fasta formats. 
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FEATURES 

source 



CDS 



misc feature 
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misc feature 



misc feature 



misc feature 



BASE COUNT 
ORIGIN 



NM_017S64 3260 bp mRNA PRI 14-MAR-2001 

Homo sapiens hypothetical protein DKFZp434EQ321 (FELL) , mRNA. 
NM_017564 

NM_017564.1 GI: 12583704 
human . 

Homo sa p iens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hotninidae; Homo. 
1 {bases 1 to 3260) 
Tao,Q., Zhang, w. and Cao,X. 

Molecular cloning and characterization of human FELL sharing 

homology with CD44 

Unpublished 

PREDICTED REFSEQ : The mRNA record is supported by experimental 
evidence; however, the coding sequence is predicted. The reference 
sequence was derived from AF16Q476 . 1 . 

Location/Qualifiers 

1. .3260 

/ organism^ " Homo sapiens " 

/db_xref ="taxon: 9606" 

/chromosome= " 12 " 

/map= " 12 " 

1 . .3260 

/gene="FELL" 

/note="DKFZP4 34E0321" 

/dbxref ="LocusID: 55 57 6 " 

171.. 2864 

/gene =" FELL " 

/codon_start=l 

/db__xref = " Locus ID : 55576 " 

/ evidence =not_expe riment a 1 

/product = " CD44 - like precursor FELL" 

/protein_id= " NP 060034 . 1 " 

/db_xref="GI : 12583705" 

/translations "MPQVLRYHWACHQLLLENLKLISNATSLQGEPI VI SVSQSTVY 
INNKAKIISSDIISTNGIVHIIDKLLSPKNLLITPKDNSGRILQNLTTLATNNGYIKF 
SNLIQDSGLLSVITDPIHTPVTLFWPTDQALHALPAEQQDFLFNQDNKDKLKEYLKFH 
VIRDAKVLAVDLPTSTAWKTLQGSELSVKCGAGRDIGDLFLNGQTCRIVQRELLFDLG 
VAYGIDCLLIDPTLGGRCDTFTTFDASGECGSCVNTPSCPRWSKPKGVKQKCLYNLPF 
KRNLEGCRERCSLVIQIPRCCKGYFGRDCQACPGGPDAPCNNRGVCLDQYSATGECKC 
NTGFNGTACEMCWPGRFGPDCLPCGCSDHGQCDDGITGSGQCLCETGWTGPSCDTQAV 
LPAVCTPPCSAHATCKENNTCECNLDYEGDGITCTWDFCKQDNGGCAKVARCSQKGT 
KVSCSCQKGYKGDGHSCTEIDPCADGLNGGCHEHATCKMTGPGKHKCECKSHYVGDGL 
NCEPEQLPIDRCLQDNGQCHADAKCVDLHFQDTTVGVFHLRSPLGQYKLTFDKAREAC 
ANEAATMATYNQLSYAQKAKYHLCSAGWLETGRVAYPTAFASQNCGSGWGIVDYGPR 
PN KS EM WD VF C YRM KD VN CTC KVG YVGDG F S C SGNLLQ VLM S F P S LTN F LT E VLAY S N 
SSARGRAFLEHLTDLSIRGTLFVPQNSGLGENETLSGRDIEHHLANVSMFFYNDLVNG 
TTLQTRVGSKLLITASQDPLQPTETRFVDGRAILQWDIFASNGIIHVISRPLKAPPAP 
VT LTHTGLG AG I F F AI I L VTG AVALAA YS YF R I NRRT IGFQHFESEEDI N VAALGKQQ 
PENISNPLYESTTSAPPEPSYDPFTDSEERQLEGNDPLRTL" 
177. .386 

/note=" Fasciclin; Region: Fasciclin domain" 
441 . . 740 

/note= " Fasciclin; Region: Fasciclin domain 11 
1113 . . 1250 

/note= '* EGF_Lam; Region : Laminin-type epidermal growth 
factor-like domain" 
1800 . .2078 

/note="Xlink; Region: Extracellular link domain" 
1800 . . 2081 

/note="LINK; Region: Link (Hyaluronan- binding) " 
a 886 c 850 g 749 t 1 others 



1 

61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
2701 
2761 
2821 
2881 
2941 
3001 
3061 
3121 
3181 
3241 



ggcacgagca 
agcatttcgt 
cagcctttga 
ttcttcggta 
caaatgctac 
atataaataa 
atatcataga 
gaagaattct 
acttaataca 
ctctcttctg 
tgttcaacca 
atgccaaggt 
cagagctgag 
aaacctgcag 
actgtctgct 
cctcggggga 
agggtgtgaa 
gggagcggtg 
actgtcaggc 
atcagtactc 
agatgtgctg 
gacagtgcga 
gcccctcgtg 
atgccacctg 
tcacatgcac 
gatgctccca 
ggcacagctg 
acgccacctg 
tcggagatgg 
atgggcagtg 

gggtgttcca 

aggcctgtgc 
aggccaagta 
cagccttcgc 
gacccaacaa 
cctgcaaggt 
tgatgtcctt 
cagctcgagg 
ttgtgccaca 
accacctcgc 
aaacgagggt 
agaccaggtt 
tcattcatgt 
ctggcttggg 
ctgcttactc 
aagaggacat 
tgtatgagag 
aagaacggca 
tgccagccat 
ttttaggaac 
tgggggttgt 
tctgaccctt 
tacatgatgg 
cccagcccct 
aaaaaaaaaa 



ggagcttccc 
gaaagatctg 
tgaggaagct 
ccatgtggtc 
ttccctccaa 
taaggctaag 
caaattgcta 
gcaaaatctt 
ggactcaggt 
gcccaccgac 
agacaacaag 
tttagctgtg 
tgtgaaatgt 
aattgtgcag 
gattgatccc 
gtgtgggagc 
gcagaagtgt 
cagcctggtg 
ctgccctgga 
ggccaccgga 
gccggggaga 
tgatggcatc 
tgacactcag 
taaggagaac 
agttgtggat 
gaagggcacg 
cacagagata 
taagatgaca 
gctgaactgt 
ccatgcagac 
tctacgctcc 
caacgaagct 
ccacctgtgc 
ctcccagaac 
gagtgaaatg 
gggctatgtg 
cccctcactc 
ccgtgcattt 
gaacagtggg 
caatgtcagc 
gggaagcaag 
tgttgatgga 
catttccagg 
agcagggatc 
ctactttcgg 
taatgttgca 
cacaacctca 
gcttgagggc 
cactcactgc 
gtaaagtcct 
ttctgtgggt 
tggctcttct 
gtaactgtga 
agcccagtgc 
aaaaaaaaaa 



aagaacccga 
gtcggcccag 
cgggttaaag 
gcctgccacc 
ggagagccaa 
atcatatcca 
tctcccaaaa 
acgactttgg 
ttgctgagtg 
caagccctcc 
gacaagctga 
gatcttccca 
ggagctggca 
cgggagctct 
accctggggg 
tgtgtcaata 
ctctacaacc 
atacagatcc 
ggaccagatg 
gagtgtaaat 
ttcgggcctg 
acgggctccg 
gcagttttgc 
aacacgtgtg 
ttctgcaaac 
aaggtctcct 
gacccctgtg 
ggcccgggca 
gagccggagc 
gccaaatgtg 
ccactgggcc 
gcgaccatgg 
tcagcaggct 
tgtggctctg 
tgggatgtct 
ggagatggct 
acaaacttcc 
ctagaacacc 
ctgggggaga 
atgtttttct 
ctgctcatca 
agagccattc 
cctttaaaag 
ttctttgcca 
ataaaccgga 
gctcttggca 
gctcccccag 
aatgacccct 
cacctgggcc 
ttaagcactc 
gagagatgtg 
tcctttgtac 
tctttcttcc 
ctgacacagg 



aaacttccca 
gccccttcac 
actgggacaa 
agctgcttct 
tagtcatctc 
gtgatatcat 
atttgcttat 
caacaaacaa 
tcatcaccga 
atgccctacc 
aggagtattt 
catccactgc 
gggacatcgg 
tgtttgacct 
gccgctgtga 
ctcccagctg 
tgcccttcaa 
ccaggtgctg 
ccccgtgtaa 
gcaacaccgg 
attgtctgcc 
ggcagtgcct 
ctgcagtgtg 
agtgtaacct 
aggacaacgg 
gcagctgcca 
cagacggcct 
agcacaagtg 
agctgcccat 
tcgacctcca 
agtataagct 
caacctacaa 
ggctggagac 
gtgtggttgg 
tctgctatcg 
tctcatgcag 
tgacggaagt 
tgactgacct 
atgagacctt 
acaatgacct 
ctgccagcca 
tgcagtggga 
caccccctgc 
tcatcctggt 
gaacaatcgg 
agcagcagcc 
aaccttccta 
tgaggacact 
atcaactgtg 
agaagccata 
ttgctgtgcc 
tcttcagctg 
ctgttagatt 
aactgtgcac 



gtatttcttc 
tgtttttgca 
atacggttta 
ggaaaacctg 
cgtctctcag 
cagtactaat 
cactcccaaa 
tggctacatc 
tcccatccac 
tgctgaacaa 
gaagtttcat 
ctggaagacc 
tgacctcttt 
gggtgtggcc 
cacctttact 
cccaaggtgg 
gaggaacctg 
caagggctac 
taaccggggt 
cttcaatggg 
ctgtggctgc 
ctgtgaaacg 
tacgcctcct 
ggattatgaa 
gggctgtgca 
gaagggatac 
taacggaggg 
tgagtgtaaa 
tgaccgctgc 
cttccaggat 
gacctttgac 
ccagctctcc 
cgggcgggtt 
gatagtggac 
gatgaaagat 
tgggaacctg 
gctggcctat 
gtccatccgc 
gtctgggcgg 
tgtcaatggc 
ggacccactc 
catctttgcc 
ccccgtgacc 
gactggggct 
cttccagcat 
tgagaatatc 
cgaccccttc 
gtgagggcct 
aattctcagc 
cctcatctct 
cacccagtac 
gcacctgctc 
gtaagcctcc 
aataaaggtt 



cagttgcagg 
cctttatctg 
atgccccagg 
aaattgatct 
agcacggtgt 
gggattgttc 
gacaactctg 
aaatttagca 
accccagtca 
caggacttcc 
gtgatacgag 
ctgcaaggtt 
ctgaatggcc 
tacggcattg 
actttcgatg 
agtaaaccaa 
gaaggctgcc 
ttcgggcgag 
gtctgccttg 
acggcgtgtg 
tcagaccacg 
gggtggacag 
tgttctgctc 
ggtgacggaa 
aaggtggcca 
aaaggggacg 
tgtcacgagc 
agtcactatg 
ttacaggaca 
accactgttg 
aaagccagag 
tatgcccaga 
gcctacccca 
tatggaccta 
gtgaactgca 
ctgcaggtcc 
tccaacagct 
ggcaccctct 
gacatcgagc 
accaccctgc 
caaccgacgg 
tccaatggga 
ttgacccaca 
gttgccttgg 
tttgagtcgg 
tcgaacccct 
acggactctg 
ggacgggaga 
accagttgcc 
ctggctgatc 
agcttcctcc 
cattctgccc 
wtctttgtat 
tatggaacag 
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j— T&Tftd ybl4ft)l.rl Stratagene placenta (#937225) Homo sapiens cDNA clone IMAGE:71 161 5' similar to similar to PubMed, Taxonomy. LinkOut 
11: 14/MJ4 sp . A41735 A417 35 HYALURONATE-BINDING PROTEIN TSG-6 PRECURSOR, mRNA sequence 



LOCUS 

DEFINITION 



T47504 459 bp mRNA EST 01-FEB-199S 

ybl4f01.rl Stratagene placenta (#937225) Homo sapiens cDNA clone 



to SP:A41735 A41735 
PRECURSOR, mRNA sequence. 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
MEDLINE 
COMMENT 



Chordata; Craniata; Vertebrata ;• 
Primates; Catarrhini ; Hominidae ; 



Euteleostomi ; 
Homo . 



IMAGE : 71161 5* similar to similar 
HYALURONATE-BINDING PROTEIN TSG-6 
T47504 

T47504.1 GI:649484 
EST . 
human . 

Homo sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 459) 

Hillier,L., Lennon,G., Becker, M., Bonaldo, M . F . , Chiapelli , B . , 
Chissoe,S., Dietrich, N., DuBuque , T . , Favello,A., Gish,W., Hawkins 
, M., Hultman,M., Kucaba,T., Lacy,M. , Le,M. , Le , N . , Mardis,E., Moore 
,B., Morris,M., Parsons, J., Prange,C, Rifkin,L., Rohlfing,T., 
Schellenberg, K. , Soares,M.B. ( Tan,F., Thierry-Meg, J. , Trevaskis , E . , 
Underwood , K . , Wohldmann, P . , Waterston, R. , Wilson,R. and Marra.M. 
Generation and analysis of 280,000 human expressed sequence tags 
Genome Res. 6 (9), 807-828 (1996) 
97044478 

Other_ESTs: ybl4f01.sl 
Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 
Tel: 314 286 1800 
Fax: 314 286 1810 
Email : estQwatson . wustl . edu 
Insert Size: 1402 

High qality sequence stops: 308 Source: IMAGE Consortium, LLNL This 
clone is available royalty- free through LLNL ; contact the IMAGE 
Consortium ( inf oOimage . llnl . gov ) for further information. 
Insert Length: 1402 Std Error: 0.00 
Seq primer: M13RP1 
High quality sequence stop: 3 08. 
Location/Qualif iers 
1 . .459 

/organism="Homo sapiens" 
/db_xref=" GDB: 492058 " 
/db_xref =" taxon: 9606 " 
/clone=" IMAGE: 71161" 

/clone_lib=" Stratagene placenta (#937225)" 
/sex="male" 

/lab_host="SOLR cells (kanamycin resistant) " 
/note=" Organ: placenta; Vector: pBluescript SK- ; Site_l : 
EcoRI; Site_2: Xhol ; Cloned unidirectionally . Primer: 
Oligo dT. Caucasian. Average insert size: 1.2 kb; Uni-ZAP 
XR Vector; -5' adaptor sequence: 5' GAATTCGGCACGAG 3' -3 » 
adaptor sequence : 5 1 CTCGAGTTTTTTTTTTTTTTTTTT 3 ' " 

BASE COUNT 96 a 119 c 131 g 107 t 6 others 

ORIGIN 

1 ctacaaccag ctctcctatg cccagaaggc aagtaccacc tgtgctcagc aggctggctg 
61 gagaccgggc gggttgccta ccccacagcc ttcgcctccc agaactgtgg ctctggtgtg 
121 gttgggatag tggactatgg acctagaccc aacaagagtg aaatgtggga tgtcttctgc 
181 tatcggatga aagatgtgaa ctgcacctgc aagtgngcta tgtgggagat ggcttctcat 
241 gcagtgggga acctgctgca ggtcctgatg tccttcccct cactcacaaa cttcctgacg 
301 gaagtgctgg cctattccaa cagctcagnt cgaggccgtg catttcttag gaacacntga 
361 ttgacctgtt ccatccgcgg gcacctnttt tgttgccaca gaacagtngg gttgggggga 
421 gattgagacn ttttttgggg cgggacatcg gagcaacac 

// 
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source 
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C 1 AA257161 zr82b05.rl Soares_NhHMPu_Sl Homo sapiens cDNA clone IIMAGE:682161 5*, mRNA sequence 



"Taxonomy. LinkOut 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
. AUTHORS 



TITLE 
JOURNAL 
COMMENT 



GI :1891289 



Chordata ; 
Primates, - 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo.. 



Dubuque , T . 



Elliston, K. , Hawkins, M. , Holman 
, Lennon,G. , Marra,M., Parsons, J., 
, Tan,F., Trevaskis , E . , Waterston 
and Wilson, R. 



MO 63108 



AA257161 325 bp mRNA EST 17-MAR-1997 

zr82b05.rl Soares_NhHMPu_Sl Homo sapiens cDNA clone IMAGE: 682161 
5 * , mRNA sequence . 
AA2S7161 
AA257161 . 1 
EST. 
human . 

Hom o sapiens 
Eukaryota ; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 325) 
Hillier,L., Clark, N 
,M., Hultman,M., Kucaba,T., Le,M 
Rifkin.L., Rohlfing,T., Soares,M 
,R., Williamson, A. , Wohldmann,P. 
The WashU-Merck EST Project 
Unpublished (1995) 
Contact: Wilson RK 

Washington University School of Medicine 
4444 Forest Park Parkway, Box 8501, St. Louis 
Tel: 314 286 1800 
Fax: 314 286 1810 
Email : est@watson . wust 1 . edu 

This clone is available royalty- free through LLNL ; contact the 
IMAGE Consortium ( inf o@image . llnl . gov ) for further information. 
Seq primer: -28ml3 rev2 ET from Amersham. 
Location/Qualifiers 
1. .325 

/organism="Homo sapiens" 
/db xref =" taxon: 960 6 " 
/ c lone= " IMAGE : 6 8 2 1 6 1 " 
/clone_lib="Soares_NhHMPu_Sl M 

/tissue_type=" Pooled human melanocyte, fetal heart, and 
pregnant uterus" 
/ 1 ab_hos t = " DH1 0 B " 

/note=" Organ: mixed (see below) ; Vector: pT7T3D-Pac 
(Pharmacia) with a modified polylinker; Site_l : Not I; 
Site_2 : Eco RI ; Equal amounts of plasmid DNA from three 
normalized libraries (melanocyte 2NbHM, pregnant uterus 
NbHPU, and fetal heart NbHH19W> were mixed, and ss circles 
were made in vitro. Following HAP purification, this DNA 
was used as tracer in a subtractive hybridization 
reaction. The driver was PCR- amplified cDNAs from pools of 
5,000 clones made from the same 3 libraries. The pools 
consisted of I.M.A.G.E. clones 260232-265223, 
340488-34S479, and 4 844 88-4894 79." 

BASE COUNT 73 a 94 c 76 g 82 t 

ORIGIN . 

1 ggaagagcca ttctgcagtg ggacatcttt gcctccaatg ggatcattca tgtcatttcc 
61 aggcctttaa aagcaccccc tgcccccgtg accttgaccc acactggctt gggagcaggg 
121 atcttctttg ccatcatcct ggtgactggg gctgttgctt ggctgcttac tcctactttc 
181 ggataaaccg gagaacaatc ggcttccagc attttgagtc ggaagaggac attaatgttg 
241 cagctcttgg caagcagcag cctgagaata tctcgaaccc cttgtatgag agcacaacct 
301 cagctccccc agaaccttcc tacga 

// 



FEATURES 

source 
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